
 
 

Figure S1. Chromatofram of standard chlorfenapyr and tralopyril showing the retention time of 

these two chemicals. 

  



 

 

Figure S2. Total small RNA length distribution of the chlorfenapyr treated B. mori 

 
  



 

Figure S3. The volcano figure of Differential expressed miRNAs between chlorfenapyr treatment 
and healthy B. mori larvae. Gray dots represent the non-differentially expressed miRNAs, red dots 

(up-regulated) and green dots (down-regulated) represent the differentially expressed miRNAs 
  



 
Figure S4. Functional categories of the differentially expressed target genes in the GO database. 

 
  



 
Figure S5. Functional categories of target genes of differentially expressed miRNAs in KEGG 

pathways. These genes were significantly enriched in 27 subpathways under five main pathways. 

 
  



 
Figure S6. Prediction of target gene binding regions between Bmo-miR-6497-5P and P450s. 

 
 
 


